. The three βMafBTg mouse lines characterized varied in their production of MafB within the islet β cell population. The number islet MafA + Insulin + and MafB + Insulin + cells were divided by the total number of Insulin + cells to obtain the percent of MafA + and MafB+ β cells within the total β cell population in the D-, A-, and E-lines. The D-line was the focus of subsequent experimentation because of the higher percentage of MafB + β cells. Figure 2 . The methylation status of the 5'-and 3'-flanking region surrounding the human MAFB gene. Note the similarity in the methylation state between young and old MAFB+ α and β cells, with hypomethylation proximal to the MAFB gene.
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